· The 16s rRNA encoding gene of Isolate K9
NNGGGGGGGGGTCCGGNCTAACCCCCAAAATGGGGGGCAGAAGRGAACTTKCYCCGGWTGTTAGCGGCGGACGGGTGRRTAACMCGTGGGTAMCYTSCCTGTAAGACTGGGATAAYTCCGGGAAACCGGAGCTAATACCGGATAGTTCCTTGAACCGCATGGTTCAAGGATGAAAGACGGTTTCGGCTGTCACTTACAGATGGACCCGSGGCGCATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTGCGAGAGTAACTGCTCGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGWTTCCGCYCCTTAKTGCTGCAGCTAACGCATTAAGYACTCCKCCTGGGGAGTAYKGTYGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAACCCTAGAGATAGGGCTTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACAGAACAAAGGGCTGCAAGACCGCAAGGTTTAGCCAATCCCATAAATCTGTTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCNCNNNNTGNNNNNN
· The similiarity of the isolate R5 with the GeneBank data

Isolate K9
	Description
	Max score
	Total score
	Query cover
	E value
	Ident
	Accession

	Bacillus safensis strain NBRC 100820
	2320
	2320
	96%
	0.0
	98%
	NR_113945.1

	Bacillus safensis strain FO-36b
	2320
	2320
	96%
	0.0
	98%
	NR_041794.1

	Bacillus australimaris strain MCCC 1A05787
	2309
	2309
	96%
	0.0
	98%
	NR_148787.1

	Bacillus pumilus strain NBRC 12092
	2309
	2309
	96%
	0.0
	98%
	NR_112637.1

	Bacillus pumilus strain ATCC 7061
	2309
	2309
	96%
	0.0
	98%
	NR_043242.1


· The FT-IR analysis of Polyurethane
· Control Polyurethane
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· Incubation with K9 Isolate
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